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Figure sizing & positioning
Maximum page dimensions are 180 mm 
wide by 170 mm tall
legend underneath.

Try to position the �gure in the
centre of each page.

single page (preferably leaving enough 
room for the legend to be set below, 
across two columns). However, in
exceptional circumstance (for example
 if sizing to keep the image and legend to 

legend can be a second page. Supplying Try to keep white space to a minimum 
when arranging panels within a figure.

Place each figure on 
a new page when 
uploading online.

Place 
image here

Place 
image here

Place 
image here

Place 
image here
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Lettering & line weights

Lettering
All text should be a sans-serif typeface,
preferably Helvetica or Arial.

Amino acid sequences should be presented 
in one-letter code in Courier font.

should be labelled with 8-pt bold, upright 
(not italic) and lowercase a, b, c, etc.

Maximum text size for all other text is 7-pt 
and the minimum is 5-pt.

Use ‘symbol’ for glyphs and Greek alphabet.

Line weights
 Lines and strokes should be set between 0.25 and 1 pt.

0.25 pt 1 pt

Sans-serif
body text

Bold
labels

Courier
one-letter code
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Resolution and colour

Resolution

be supplied at 300 dpi.

This example shows how an image would 
look if the resolution were too low and 
how it would look at the recommended 
dpi.  Anything exceeding this will be too 
large and readers may be timed out 
before they can view them.

Colour
Files must be saved in RGB for maximum 

optimized viewing online.

300 dpi72 dpi

CMYK (optimised for print)RGB (optimised for digital)

Back to contents



Table formatting
Add a horizontal rule above and below 
column headings and at the bottom of 
the table.

Tables can be set at one-column (89 mm) 
or two column (180 mm) width.

Use spaces rather than rules to separate 
blocks of data, but horizontal rules can be 
used to improve clarity in certain cases.

Colour should be avoided unless

Tables should not exceed a single page 
(leaving enough room for any footnotes).

Heading Heading Heading Heading

xxxxxxx xxxxxxx xxxxxxx xxxxxxx

xxxxxxx xxxxxxx xxxxxxx xxxxxxx

xxxxxxx xxxxxxx xxxxxxx xxxxxxx

xxxxxxx xxxxxxx xxxxxxx xxxxxxx

xxxxxxx xxxxxxx xxxxxxx xxxxxxx

All text should be sans-serif 
typeface, preferably Helvetica or 
Arial and please use 7-pt text.

Footnote a  b  c  d  e  f

Footnotes can be 
used in table;
alphabetical 
superscript letters 
are used.
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File formats

JPEG, TIFF or EPS format (please note that 

Files must be as small as possible for clear 
visibility and must not exceed 10 Mb.

and tables, with accompanying legends, are 
provided on the following page.
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Examples
Glucose or glucose 

metabolite

ChREBP geneExon 1b

Other nutritional 
signals 

ChoRE FAS, ACC (lipogenic enzymes/ChREBP targets)

Fatty acid synthesis

ChREBP-β ChREBP-α

Insulin sensitivity

ChoRE
Exon 1a

Extended Data Figure 1 | Glucose-mediated activation of ChREBP-α induces 
expression of ChREBP-β. Glucose or a glucose metabolite stimulates the transcriptional 
activity of ChREBP-α which binds to ChoREs in its lipogenic targets and in ChREBP-β, 

expression of ChREBP lipogenic target genes by binding to ChoREs. Whereas glucose 

regulates  ChREBP-α transcriptional activity, other nutritional signals regulate 
ChREBP-α expression. Other nutritional signals may also regulate ChREBP-β expression. 

synthesis in adipose tissue, which improves systemic insulin sensitivity.  
Extended Data Figure 2 | Summary of 4C-seq data. a, Scatter graph shows that contact 
probability in the cis-chromosome decreases as a function of distance. Between 100 kb to 
10 Mb from the bait, 4C-seq reads show a power law scaling with an exponent of −1.06, R2 

area represents the average maximum and minimum values. b, Scatter plot showing 
histone acetylation and Igh nuclear contacts as determined by ChIP-seq and 4C-seq, 

. c, 
Scatter plot comparing 4C-seq data obtained using Igh as bait in resting (x axis) and 
activated (y

r. d, Table showing Pearson’s r 
values for the relationship between 4C-seq samples and histone acetylation, PolII, or 
mRNA. e, Scatter plots showing total 4C-seq reads per chromosome and PolII reads per 
megabase for c-myc (top, P = 0.0013) or N-myc (bottom, P = 0.14).
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0.12
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Cis
Extended Data Table 1 | Phosphate release rates from the wild type and the double
Walker-B mutants 

Dyn ein 

+MT–MT

kobs(burst ) 

(s –1) 

ksteady  

(s –1) 

kobs(burst ) 

(s –1) 

ksteady  

(s –1) 

Wild-type H FB3 80 59.3  ±  4. 9

E2 027Q/E2 745Q/E 3075 Q nm

E2 745Q/E30 75Q 6.0  ±  0. 8

E2 027Q/E30 75Q 67.6  ±  8. 5

E2 027Q/E2 745Q  52.5  ±  4. 5

nm nm nm

 

kobs(burst)) and steady-state rate constants 
(ksteady) in the presence (+MT) or absence (−MT) of 20 μM MTs are shown as mean ± 
s.d. of three independent measurements. nm, not measurable. 

3.9  ±  0. 3 nm 31.6  ± 3.1  

1.2  ±  0. 1 9.4  ±  1. 8 2.8  ±  0.3  

0.16  ±  0.0 2 52.6  ±  2. 3 0.20  ±  0.07  

0.6  ±  0. 2 48.4  ±  6. 4 0.77  ±  0.05  
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Text should be maximum of 7 pt, 
minimum of 5 pt sans serif. Our line 
range is between 0.25 pt and 1 pt.

Add a horizontal rule above and below 
table column headings; colour should 
be avoided if possible.

Keep white space to a minimum and 
ensure the panels are nicely aligned.


